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Patients with hepatitis B virus (HBV) infection may develop severe chronic liver 
disease. Carriers of HBV have an increased risk of developing cirrhosis, hepatic 
decompensation and hepatocellular carcinoma (HCC). Worldwide an estimated 
350 million people are infected with HBV; 15 – 40% percent of them will develop 
serious squeals in their lifetimes. The aim was investigate the role of SNPs in first 
exon and promoter region of the Mannose binding lectin gene on chromosome 10 
in the susceptibility to HBV infection. A hundred and two patients infected with 
HBV were included in this study. 232, uninfected individuals were used as healthy 
controls. Genotyping of the first exon (A/O) was performed by using melting 
temperature assay. Genotyping of the promoter region (-550 H/L, -221 Y/X) was 
performed by Taqman PCR technique. In comparison to patients in the control 
group, in HBV infected patients we found a trend for increased occurrence of 
haplotypes associated with low serum MBL compared to haplotypes associated 
with high serum MBL (p= 0.05). In addition strong, but not significant associations 
of genotypes associated with a low level of MBL were found more in the HBV 
infected group in comparison to the control group. Our finding may indicate that 
MBL has a protective role against HBV infection in the studied population. 
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