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Actin is necessary to nucleocapsid transport and viral gene expression for the
success of infection. Previous results in our research group indicates hat the
silkworm strain C24A is more resistant (22% lethality) than M11A strain (95%
lethality) by multiple Bombyx mori nucleopolyhedrovirus, BmMNPYV, infection.
These strains showed also different size and composition of the A3 actin gene first
intron. This intron was previously described as the cryptic promoter for a rare
isoform of A3 actin. Our proposal is investigate a correlation between resistance to
BmMNPV and the promoter’s structural features. The analysis of the intrinsically
bent DNA sites in these sequences, which determine curved structures, were
analyzed by electrophoretic mobility assays and the helical parameters ENDS
ratio, roll and twist were estimated by Mapl5a and 3D15m1 software. Results
show that both fragments have non-centralized bent DNA sites (faster mobility in
polyacrylamide gels). Twist angles >34.00° and negative roll indicate bent
segments with left-handed superhelical writhe. However, differences exist between
ENDS ratio values and position. BmMMNPV sensitive strain, M11A, showed a main
ENDS ratio peak in the initial segment of intron (base pairs position 104; value
1.11), whereas C24A present a stronger peak only in 3’ terminal end with 1.30
value (position 414). Two-dimensional analysis also showed distinct structures
among these sequences. Further experiments with expression cassettes in
BmMNPV-infected B. mori culture cells may indicate the participation of each
promoter structure in viral resistance.
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