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Thyroid nodules are very frequent, however only 5% are malignant. More than 
95% of thyroid carcinomas are derived from follicular cells . Follicular-cell-derived 
carcinomas are divided into well-differentiated, poorly differentiated and 
undifferentiated types on the basis of histological and clinical parameters. Papillary 
thyroid carcinoma (PTC) is the most common thyroid carcinoma. Recent advances 
have improved knowledge of its pathogenesis; these include the identification of 
genetic alterations that activate a common effector pathway involving the RET–
Ras–BRAF signalling cascade. In order to better understand the process of thyroid 
tumorigenesis in malignant tumors we studied the presence of BRAF V600E 
mutation and RET/PTC1 and RET/PTC3 rearrangements in thyroid tumors, 
including papillary and anaplastic carcinomas. The specimens were obtained from 
surgical and fine-needle aspiration biopsies. In the classical PTC analyzed we 
found the 31.6 % BRAF V600E mutation. The rearrangement RET/PTC1 was 
present in 23.5%   and RET/PTC3 in 35.4% of the malignant tumors analyzed. 
These data can provide powerful diagnostic tools and can also be used to identify 
new therapeutic targets. 
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