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Schistosomiasis affects approximately 200 million people around the globe. 
Since much of the pathology is associated with the eggs, understanding the 
mechanisms involved in oogenesis and sexual maturation is an important step 
towards the discovery of new targets for drug therapy. We compared the gene 
expression profiles of sexually mature and immature parasites and of parasites 
from either male or female hosts using microarrays. Our results show that 274 
transcripts are differentially expressed in adult females and 53 in adult males 
when mature and immature worms are compared. Of the genes differentially 
expressed, 55% are more expressed in paired females while the remaining 45% 
are more expressed in unpaired ones and 56.6% are more expressed on paired 
male worms while the remaining 43.4% are more expressed in immature 
parasites. RT-PCR analysis confirmed the  results. Genes more expressed in 
unisex females were mostly related to energy generation while genes that were 
down-regulated (i.e. more expressed in bisexual worms) related to RNA 
metabolism, reactive oxygen species metabolism, electron transport, organelle 
organization and biogenesis and protein biosynthesis. Our results confirm 
previous results and add new data related to gene expression induced by 
sexual maturation and host sex in Schistosomes.  


