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Leishmania (Viannia) braziliensis is the major causative agent of American 
cutaneous leishmaniasis, a disease that encompasses a broad spectrum of clinical 
manifestations. In previous study, we showed that L. braziliensis strains, isolated 
from patients with distinct clinical manifestations, display different pattern of 
metalloprotease activities. Here we investigated the cellular localization of these 
molecules and their relation to the major surface protease (gp63) of Leishmania. A 
comparative analysis of metalloprotease expression among clinical isolates was 
also performed. Western blot analysis, using an anti-gp63 antibody, revealed 
polypeptides with a similar profile to that of the zymographic analysis, and 
additional bands without proteolytic activity. Flow cytometry and confocal 
fluorescence microscopy analyses indicated the presence of gp63 homologous 
metalloproteases on the parasites cell surface and revealed differences in the 
expression level of such molecules among the strains. Cellular distribution of 
metalloproteases, assessed by confocal analysis, showed the existence of 
intracellular gp63 homologous metalloproteases, predominantly located near to 
the flagellar pocket. Finally, it was observed that differential zymographic profiles 
of metalloproteases exhibited by L. braziliensis strains remain unaltered still after 
continuous and prolonged in vitro culture.  
 


